10.

11.

Cerqua C, Morbidoni V, Desbats MA, Doimo M, Frasson C, Sacconi S, Baldoin MC, Sartori G, Basso G,
Salviati L, Trevisson E (2018). COX16 is required for assembly of cytochrome c oxidase in human cells
and is involved in copper delivery to COX2. Biochim. Biophys. Acta Bioenerg. 1859: 244-252;

Fonseca LV, Doimo M, Calderan C, Desbats MA, Acosta MJ, Cerqua C, Cassina M, Ashraf S, Hildebrandt F,
Sartori G, Navas P, Trevisson E, Salviati L (2018). Mutations in COQ8B (ADCK4) found in patients with
steroid-resistant nephrotic syndrome alter COQ8B function. Hum Mutat 39: 406-414;

Panfili M, Sartori G, Lanzellotti D, Martin M, Padrini R (2017). Unduly enhanced response to tolvaptan
in a woman showing syndrome of inappropriate antidiuretic hormone secretion. An investigation of
possible causes. AACE Clinical Case Rep 3: 357-360;

Minervini G, Lopreiato R, Bortolotto R, Falconieri A, Sartori G, Tosatto SCE (2017). Novel interactions of
the von Hippel-Lindau (pVHL) tumor suppressor with the CDKN1 family of cell cycle inhibitors. Sci Rep
7:46562;

Vetro A, Savasta S, Russo Raucci A, Cerqua C, Sartori G, Limongelli I, Forlino A, Maruelli S, Perucca P,
Vergani D, Mazzini G, Mattevi A, Stivala LA, Salviati L, Zuffardi O (2017). MCM5: a new actor in the link
between DNA replication and Meier-Gorlin syndrome. Eur ] Hum Genet 25: 646-50;

Magro M, Baratella D, Jakubec P, Zoppellaro G, Tucek ], Aparicio C, Venerando R, Sartori G, Francescato
F, Mion F, Gabellini N, Zboril R, Vianello F (2015). Triggering Mechanism for DNA Electrical
Conductivity: Reversible Electron Transfer between DNA and Iron Oxide Nanoparticles. Adv Funct
Mater 25: 1822-31;

Carraro M, Giorgio V, Sileikyté ], Sartori G, Forte M, Lippe G, Zoratti M, Szabd I, Bernardi P
(2014).Channel formation by yeast F-ATP synthase and the role of dimerization in the mitochondrial
permeability transition. / Biol Chem 289: 15980-5;

Doimo M, Desbats MA, Baldoin MC, Lenzini E, Basso G, Murphy E, Graziano C, Seri M, Burlina A, Sartori
G, Trevisson E, Salviati L (2013).Functional analysis of missense mutations of OAT, causing gyrate
atrophy of choroid and retina. Hum Mutat 34: 229-36;

Cassandrini D, Cilio MR, Bianchi M, Doimo M, Balestri M, Tessa A, Rizza T, Sartori G, Meschini MC, Nesti
C, Tozzi G, Petruzzella V, Piemonte F, Bisceglia L, Bruno C, Dionisi-Vici C, D'Amico A, Fattori F, Carrozzo
R, Salviati L, Santorelli FM, Bertini E (2013). Pontocerebellar hypoplasia type 6 caused by mutations in
RARS2: definition of the clinical spectrum and molecular findings in five patients. J Inherit Metab Dis
36:43-53;

Salviati L, Trevisson E, Rodriguez Hernandez MA, Casarin A, Pertegato V, Doimo M, Cassina M, Agosto C,
Desbats MA, Sartori G, Sacconi S, Memo L, Zuffardi O, Artuch R, Quinzii C, Dimauro S, Hirano M, Santos-
Ocafia C, Navas P (2012).Haploinsufficiency of COQ4 causes coenzyme Q10 deficiency. ] Med Genet 49:
187-91;

Doimo M, Trevisson E, Sartori G, Burlina A, Salviati L (2012). Yeast complementation is sufficiently
sensitive to detect the residual activity of ASL alleles associated with mild forms of argininosuccinic
aciduria. J Inherit Metab Dis 35: 557-8;



12.

13.

14.

15.

16.

17.

18.

19.

20.

21.

22.

23.

Trevisson E, Burlina A, Doimo M, Pertegato V, Casarin A, Cesaro L, Navas P, Basso G, Sartori G., Salviati L
(2009). Functional Complementation in Yeast Allows Molecular Characterization of Missense
Argininosuccinate Lyase Mutations. ] Biol Chem 284: 28926-34;

Peggion C, Lopreiato R, Casanova E, Ruzzene M, Facchin S, Pinna LA, Carignani G, Sartori G. (2008).
Phosphorylation of the Saccharomyces cerevisiae Grx4p glutaredoxin by the Bud32p kinase unveils a
novel signaling pathway involving Sch9p, a yeast member of the Akt/PKB subfamily. FEBS ] 275: 5919-
33;

Facchin S, Ruzzene M, Peggion C, Sartori G., Carignani G, Marin O, Brustolon F, Lopreiato R, Pinna L.A
(2007). Phosphorylation and activation of the atypical kinase p53-related protein kinase (PRPK) by
Akt/PKB. Cell Mol Life Sci 64: 2680-89;

Lopreiato R, Facchin S, Sartori G, Arrigoni G, Casonato S, Ruzzene M, Pinna LA, Carignani G. (2004).
Analysis of the interaction between piD261/Bud32, an evolutionarily conserved protein kinase of
Saccharomyces cerevisiae, and the Grx4 glutaredoxin. Biochem | 377: 395-405;

Facchin S, Lopreiato R, Ruzzene M, Marin O, Sartori G, Gotz C, Montenarh M, Carignani G, Pinna LA
(2003). Functional homology between yeast piD261/Bud32 and human PRPK: both phosphorylate p53
and PRPK partially complements piD261/Bud32 deficiency. FEBS Lett 549: 63-66;

Facchin S, Sarno S, Marin O, Lopreiato R, Sartori G, Pinna LA (2002). Acidophilic character of yeast
PID261/BUD32, a putative ancestor of eukaryotic protein kinases. Biochem Biophys Res Commun 296:
1366-1371;

Bianchi MM, Ngo S, Vandenbol M, Sartori G, Morlupi A, Ricci C, Stefani S, Morlino GB, Hilger F, Carignani
G., Slonimski PP, Frontali L. (2001). Large-scale phenotypic analysis reveals identical contributions to
cell functions of known and unknown yeast genes. Yeast 18: 1397-412;

Sartori G, Mazzotta G, Stocchetto S, Pavanello A, Carignani G (2000). Inactivation of six genes from
chromosome VII and XIV of Saccharomyces cerevisiae and basic phenotypic analysis of the mutant
strains. Yeast 16: 255-265;

Bianchi MM, Sartori G, Vandenbol M, Kaniak A, Uccelletti D, Mazzoni C, Di Rago JP, Carignani G,
Slonimski PP, Frontali L. (1999). How to bring orphan genes into functional families. Yeast 15: 513-526;

Sartori G, Aldegheri L, Mazzotta G, Lanfranchi G, Tournu H, Brown A], Carignani G (1999).
Characterization of a new hemoprotein in the yeast Saccharomyces cerevisiae. | Biol Chem 274: 5032-
37;

Cardazzo B, Minuzzo S, Sartori G, Grapputo A, Carignani G (1998). Evolution of mitochondrial DNA in
yeast: gene order and structural organization of the mitochondrial genome of Saccharomyces cerevisiae.
Curr Genet 33: 52-59;

Clemente ML, Sartori G, Cardazzo B, Carignani G (1997). Analysis of an 11.6 kb region from the right
arm of chromosome VII of Saccharomyces cerevisiae between the RAD2 and the MES1 genes reveals the
presence of three new genes. Yeast 13: 287-290;



